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SEQUENCE LISTING 

<110> Takeda Chemical Industries- 

<120> UCP-2 promoter DNA 

<13D> 2S63U00P 

<1SD> JP lD-3bb?n 

<1S1> m6-12-24 

<lbO> 5 



<210> 1 

<211> 3505 

<212> DNA 

<213> Human 

<400> 1 

AACGGATCTG 

CTGGCTACAA 

AGGACATCTT 

ATAGGATTGC 

GCACAGTGGC 

GAGGCCAGGA 

AATAA ATTAG 

TAGGACTGCT 

CCAGCCTGGG 

A AAATAGTTT 

GCTGCGTCCT 

TGCCAAGGAT 

GGGGGACAAT 

CAGCAAATTT 

GAGAACCTGG 

TTTCTTTTCT 

CTTTCTTTCC 

AATCTGCCTT 

TTCTTTCCGC 

CAGTCCCTTC 

A AT ATC AGGA 

TAATACCAGC 

TGTTGGCTGT 

AGGCCCGGTC 

GGCCCGGCTC 

CGTGAGGTC A 

CGCCAGGCCG 

CGGTTGCCGG 

GCTGTAACCA 

GCCGCGCGCT 

AAAAGAGGAA 

TGGGAAGGCA 

CTCAC AGAGG 

ACCATCTCGG 

A A AGTCATGG 

CTCCGCACCC 

CCGCCCCCGA 

GCGCGCGCCT 

GCCGAC AGAC 

CAGCCCTGCG 

TACCTTCTCT 

TGTTTGTTTG 

TCTCGGCTC A 

GATTACAGGC 

GCC ATGTTGG 

CACAAAGTCC 

TCCTTGGTTC 

CGTTC AGTTG 

CGAGCCCTGC 

CAGCTCCAGG 

CTTTGAGCTG 



Ltd- 



CCCGCCTCAG 
GTTTTCA AA A 
ATGACTTGAG 
TCAGATCTGC 
TC AC ACCTGT 
GTTCA AGAGC 
CCAGGCTTAG 
TGTCCCAGGA 
CAACAAAAAG 
A A ACCCT AA A 
GTTGATCTCC 
AAT AAGTAT A 
TTTTGGTCTG 
GCCGAGCCTC 
CGGAGGGAGA 
TTCTTTCTCT 
TCTCTTTCTT 
GACTTCTGTT 
TATA ATTATC 
TGCTGGTGA A 
AGATGACTGA 
CTTCTTCTAC 
TCACGCATC A 
CATCTCCTGA 
TGCCTTGTC A 
CGCTGGGTGC 
CTCCACCGGG 
GCCACCTGTT 
ATCGAC AGCG 
CGCTCGC AGG 
GTGCACTTA A 
AGAGGTGTGT 
TTGGCGGCCC 
GGAACGAAGG 
AGAGA ACCCT 
AAGTAGG AGC 
GGCTTA AGCC 
TGGGATTG AC 
ACAGCCGCAC 
CCCTTTGCGC 
CCCACCCAAG 
TTTGAGAC AG 
CTGCAGCCTC 
GCCCGCCACC 
CCAGGCTGGC 
TAGAATTTTA 
TTTATTTCCC 
GCTGTCGTTT 
CTTGGATGGG 
CAGTGTTCCT 
CTCA ATCTGG 



CCTCCCAAAG 
TACATTTATC 
CAAGCTGCTA 
CCCCACCCTG 
AATTCC AGTA 
AGCCTGGACA 
TGGCTCATCC 
GGTCAAGACT 
AGACCCTGTC 
CACATCTTCT 
ACTTCCCTTT 
TAGTTTCTGG 
CAGGCCTTTG 
TCCGGAATGC 
CTCACAGTGC 
TTCTTTCTTG 
TCTTTTTTCC 
TCCACGCTGC 
CAGGCCCATC 
AACAC ATATG 
ACGTCTTTGG 
TCCCCAAACG 
GTTACCCCCA 
CGCCTTTTCT 
CGTGCGGGGG 
TCCCGCCCCG 
GGAGAAGGCG 
GCTGCAGTTC 
AGGCCGGTCG 
AGGGTGGGTA 
GACACGGCCC 
GACTGGAC A A 
GAGAGAGTGT 
AGTA AACGCG 
AGGCGGGGCG 
TGGC AGGCCC 
GCGCCGCCGC 
TGTCC ACGCT 
GCACTGCCGT 
CCCCCACGCT 
TTTGT ACTCT 
GCTTTCGCTC 
CACCTCCCAG 
ACGCCTGGCT 
CTCGA ACTGC 
GGCATGAGCC 
TTCTCTCTTT 
GAGCCTCCAC 
GACCATC AGC 
GCACCGCCTT 
CCTCTGC AGG 



TGCTGGGATT 
TAGTACCCAT 
AA A ATCCA AG 
A A AG A ATTTA 
CTGTGAGAGT 
ACACAGGGAG 
CTGTGGTCCC 
GCAGTGAGCT 
TC A A A A A ATA 
TTTTC A AAGA 
TTC AGCGTCC 
A ATCC AG ATT 
CATCTGTTCT 
AC AGCC AGAC 
C AC A A A AA AA 
TCTTTCTGTC 
T AC ATGGC AA 
TTCTGCCAGG 
CCAGCTCTGG 
GCGCCGGCCT 
GACTCCGTTT 
CACGTGTTTG 
CAGGACGGGT 
CATCCCAGGG 
CCGGCCCGTT 
CCGGGGCCTT 
CGAACCCCAG 
TGATTGGTTC 
CGAGGCCCCA 
GTTTGCCC AG 
CGCTGGACGC 
GACTTGTTTC 
GAGGCAGAGG 
GTGATGGG AC 
GTCCCCGCGG 
GGCCCCGCCC 
CTGCGCGGAG 
CGCCCGGCTC 
GTTCTCCCTG 
TGTTCTGCGT 
TTTCTTTCTC 
TGTCTCCC AG 
GTTCA AGCGA 
A ATTTTTGTG 
TC AGCTC A AG 
TCCGGGTCCG 
TTCTT AGTCC 
CTTTTCACTC 
GATGACCACA 
TCCCA AGGCT 
GCCGGCTCCC 



GCAGGCGTGA 
ACATTCTCCA 
GGTGCAGCGT 
AGAGAATTTC 
CCG AGGTC AG 
ACCTGTCACT 
AGCTACTAGG 
GAG ACCC AGC 
AGTTAAAT A A 
GGACTTCTTA 
ACACTTTTA A 
CTTCCCTGTT 
GCTGTTGCTC 
AG AGCTC AGC 
CTTTATCTTT 
TTTCCTCTCT 
GATCTCCTCA 
ACC ATGCGCT 
TCCCCTCAGC 
GACC AGGGTG 
CCTCATTGTA 
TCCCGGCCAG 
CAGCC AATTA 
CTGGACAGGC 
TGCTTGTCTG 
TAGTGTCCCT 
CCGAGCCCAA 
CTTCCCCCGA 
GTCCCGCCCT 
CGTAGGGGGG 
TTGTTAGAAA 
TGGCGGTCAG 
CGGGGAGTGG 
GCACGGAAAC 
A AAGGCGGCT 
CGCAGGCCCC 
CCCCACTGCG 
GTCCGACGCG 
CGGCTCGGTG 
GCGCTGCCCG 
TCGGTTTTAT 
GCTGGAGTGC 
TCCGCCTGCC 
TTTTGTAGAG 
CAATCCGCCC 
GCCTGTGCTA 
CTTTTGTTCT 
CCTCCTTTCC 
ATGACCTCTC 
TGGGGGCTTT 
AGCCCTTCCA 



GCCACCTCAC 
GTTTGTCCAC 
TTGTATGTCT 
TTGAGGCCAG 
AGGACTGCTT 
ACAAAGAATA 
GAGGCAGAAG 
C ACCTGC ATT 
ATAAATAATA 
AGGACTTCAT 
CAGTCTCTTT 
TGGAC AGCC A 
AGC A ATCTCA 
GCA A A AGCTA 
TCTTTTTTTT 
CTCTCTCTGT 
TGGCAGAA AT 
CGGCGTGTTT 
TGTTCCCTGG 
TAAGTGTGTG 
A AATGGAGGT 
AGGGCCCA AT 
A AGGCGA ACC 
AGCTGGCCTG 
TGTGTAGGAG 
GGTCCCTAAA 
CGGCTGTTGT 
C A ACGCGGCG 
GCAGGAGCCA 
CTGGGCCC AT 
CCGTCCTGGC 
TCTTGCCATC 
CAAGGGAGTG 
GGGAGTGGAG 
GCTCC AGGGT 
ACCCCGGGCC 
A AGCCCAGCT 
CCCTCCGCCA 
AGCCTGGCCC 
CTCTTCC ATT 
TTTTTGTTTT 
AGTGGCGCGA 
GAGTAGCTGG 
ATGGGGTTTC 
GCCTCGGCCT 
ATCCTTTCTG 
TTCCCTCTCC 
ACC ACGATGC 
CCTT ACC AGG 
TTCT AGTGGG 
ACCTCCTCAC 



bD 
120 
160 
240 
300 
3b0 
420 

460 

540 
bOO 
bbO 
720 
7fiD 
640 
TOO 
TbO 
1D20 
1060 
1140 
1200 
12b0 
1320 
1360 
1440 
1500 
ISbO 
lb20 

ib60 

1740 
1600 
16b0 
1=120 

nao 

2040 
2100 
21b0 
2220 
2260 
2340 
2400 
24b0 
2520 
2560 
2b40 
2700 
27b0 
2620 
2660 
2^20 
3000 
30b0 
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AGCCCGACCT GGGACCTAGC C A ATTCCCGG 

AACTCTCCCA CTCACCAAAG TCTGATGACT 

GTGTTACAA A AGC AG AAGTC TGGATGAGA A 

GGGJGGGGAG TGTACCTAGG TTC ATTTTCC 

CTTAACCAGT CCCTGGGCCC TGTTCCCCAT 

GTGTGTCTTG GGGCAGGTGG CCCTTTCT A A 

ATAGT ATG AC CATT AGGTGT TTCGTCTCCC 

GGGCC ATGAT AGCC ACTGGC AGCTT 



AGAGTCTCTG TCCC ATCGTG ACCCCCTCAC 31E0 
GTGCTAGGGG GTGCTTATAT AG AGTACTGA 3180 
CCA ATTTGTG ATATTA AGC A GGTGGGGTGG 3E40 
GCCCTGCTTT TCCCCTTTCC AGTGTGTGC A 330D 
CCCCCTCCAA GGC ATGGATT GGGTGGGCTT 33b0 
ACTCTCTGCC TTTGCTC ACC CAC AGGAC AC 3M20 
ACCC ATTTTC TATGGA A AAC CAAGGGGATC 3MAD 

3505 



<E10> E 

<E11> 30 

<E1B> DNA 

<E13> Artificial Sequence 
<ESD> 

<EE3> Primer 

<4Q0> 2 

ATGGTTGGGT TC A AGGCC AC AGATGTGCCC 3D 



<E1D> 3 

<E11> 3D 

<E1E> DNA 

<E13> Artificial Sequence 
<EE0> 

<EE3> Primer 

<400> 3 

ATACAGGCCG ATGCGGAC AG AGGCA AAGCT 30 



<eio> 4 

<E11> Efl 

<E1E> DNA 

<E13> Artificial Sequence 
<EED> 

<EE3> Primer 

<400> 4 

CAA AGCTGCC AGTGGCT ATC ATGGCCCG Efl 



<E10> 5 

<E11> 30 

<E1E> DNA 

<E13> Artificial Sequence 
<EE0> 

<EE3> Primer 

<M0D> 5 

GACCGGTCGA CCCAGATCTG GGTCGACCTG 3D 
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